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(FILE 'HOME' ENTERED AT 16: 14: 19 ON 08 AUG 2002) 



INDEX 'ADISALERTS, ADIS1NSIGHT, ADISNEWS, AGRICOLA, ANABSTR, AQUASCI, 
BIOBUSINESS, BIOCOMMERCE, BIOSIS, BIOTECHABS, BIOTECHDS, BIOTECHNO, CABA, 
CANCERLIT, CAPLUS, CEABA-VTB, CEN, CIN, CONFSCI, CROPB, CROPU, DDFB, 
DDFU, DGENE, DRUGB, DRUGLAUNCH, DRUGMONOG2, ..." ENTERED AT 16:14:44 ON 
08 AUG 2002 

SEA AMINOTRANSFERASE AND SUBTILI? 



1 FILE AGRICOLA 

4 FILE AQUASCI 
44 FILE BIOSIS 

5 FILE BIOTECHABS 
5 FILE BIOTECHDS 
34 FILE BIOTECHNO 

1 FILE CABA 
86 FILE CAPLUS 
1 FILE CEN 
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8 FILE DDFU 
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1 FILEEMBAL 
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233 FILE GENBANK 
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14 FILE LIFESCI 
47 FILE MEDLINE 
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9 FILE PASCAL 

1 FILE PROMT 

52 FILE SCISEARCH 
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180 FILEUSPATFULL 

2 FILEWPIDS 

2 FILE WPINDEX 
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AUG 2002 

L2 783 S AMINOTRANSFERAS? AND SUBTILI? 
L3 593 DUP REM L2 ( 190 DUPLICATES REMOVED) 
L4 138 S L3 AND BIOTI? 

L5 63 S L3 AND (DI AM INOPEL ARGON? OR ADENOSYLMETHIONI?) 
L6 63 FOCUS L5 1- 
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saved answer sets no longer valid 
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February 1 CURRENT WINDOWS VERSION IS V6.0d, 

CURRENT MACINTOSH VERSION IS V6.0a(ENG) AND V6.0Ja(JP), 

AND CURRENT DISCOVER FILE IS DATED 05 FEBRUARY 2002 

STN Operating Hours Plus Help Desk Availability 

General Internet Information 

Welcome Banner and News Items 

Direct Dial and Telecommunication Network Access to STN 
CAS World Wide Web Site (general information) 



Enter NEWS followed by the item number or name to see news on that 
specific topic. 



All use of STN is subject to the provisions of the STN Customer 
agreement. Please note that this agreement limits use to scientific 
research. Use for software development or design or implementation 
of commercial gateways or other similar uses is prohibited and may 
result in loss of user privileges and other penalties. 

************* STN Columbus *************** 



FILE 'HOME' ENTERED AT 16:14:19 ON 08 AUG 2002 

=> index bioscience medicine 

FILE 'DRUGMONOG' ACCESS NOT AUTHORIZED 

COST IN U.S. DOLLARS SINCE FILE TOTAL 

ENTRY SESSION 

FULL ESTIMATED COST 0.21 0.21 



INDEX 1 ADISALERTS, AD IS INSIGHT , ADISNEWS, AGRICOLA, ANABSTR , AQUASCI, 

BIOBUSINESS, BIOCOMMERCE , BIOSIS , BIOTECHABS , BIOTECHDS , BIOTECHNO , CABA, 



CANCERLIT, CAPLUS , CEABA-VTB, CEN, CIN, CONFSCI, CROPB, CROPU, DDFB , 
DDFU, DGENE , DRUGB , DRUGLAUNCH, DRUGMONOG2 , . ..' 
ENTERED AT 16:14:44 ON 08 AUG 2002 

66 FILES IN THE FILE LIST IN STNINDEX 

Enter SET DETAIL ON to see search term postings or to view 
search error messages that display as 0* with SET DETAIL OFF. 

s aminotransf eras? and subtili? 
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35 FILES HAVE ONE OR MORE ANSWERS, 66 FILES SEARCHED IN STNINDEX 
LI QUE AMINOTRANSFERAS? AND SUBTILI? 
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=> file fl-fl2 

COST IN U.S. DOLLARS 



SINCE FILE 
ENTRY 
2 . 12 
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2 . 33 



FULL ESTIMATED COST 



FILE 'GENBANK' ENTERED AT 16:17:06 ON 08 AUG 2002 

FILE ' USPATFULL ' ENTERED AT 16:17:06 ON 08 AUG 2002 

CA INDEXING COPYRIGHT (C) 2002 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'CAPLUS* ENTERED AT 16:17:06 ON 08 AUG 2002 

USE IS SUBJECT TO THE TERMS OF YOUR STN CUSTOMER AGREEMENT. 

PLEASE SEE "HELP USAGETERMS" FOR DETAILS. 

COPYRIGHT (C) 2 002 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE ' EMBASE' ENTERED AT 16:17:06 ON 08 AUG 2002 

COPYRIGHT (C) 2002 Elsevier Science B.V. All rights reserved. 

FILE 'SCISEARCH' ENTERED AT 16:17:06 ON 08 AUG 2002 

COPYRIGHT (C) 2002 Institute for Scientific Information (ISI) (R) 

FILE ' MEDLINE ' ENTERED AT 16:17:06 ON 08 AUG 2002 

FILE ' BIOSIS 1 ENTERED AT 16:17:06 ON 08 AUG 2002 
COPYRIGHT (C) 2002 BIOLOGICAL ABSTRACTS INC. (R) 

FILE ' BIOTECHNO 1 ENTERED AT 16:17:06 ON 08 AUG 2002 

COPYRIGHT (C) 2002 Elsevier Science B.V., Amsterdam. All rights reserved 
FILE * ESBIOBASE 1 ENTERED AT 16:17:06 ON 08 AUG 2002 

COPYRIGHT (C) 2002 Elsevier Science B.V., Amsterdam. All rights reserved 

FILE ' LIFESCI' ENTERED AT 16:17:06 ON 08 AUG 2002 
COPYRIGHT (C) 2002 Cambridge Scientific Abstracts (CSA) 



FILE 1 DRUGU ' ENTERED AT 16:17:06 ON 08 AUG 2002 
COPYRIGHT (C) 2002 THOMSON DERWENT 

FILE 'PASCAL' ENTERED AT 16:17:06 ON 08 AUG 2002 

Any reproduction or dissemination in part or in full, 




by means of any process and on any support whatsoever 

is prohibited without the prior written agreement of INIST-CNRS, 

COPYRIGHT (C) 2002 INIST-CNRS. All rights reserved. 

=> s aminotransf eras ? and subtili? 

L2 783 AMINOTRANSFERAS? AND SUBTILI? 

=> dup rem 12 

DUPLICATE IS NOT AVAILABLE IN ' GENBANK ' . 

ANSWERS FROM THESE FILES WILL BE CONSIDERED UNIQUE 

PROCESSING COMPLETED FOR L2 

L3 593 DUP REM L2 (190 DUPLICATES REMOVED) 

=> s 13 and bioti? 

L4 138 L3 AND BIOTI? 

< User Break > 

u 

SEARCH ENDED BY USER 

-> s 13 and (diaminopelargon? or adenosylmethioni ? ) 

L5 63 L3 AND (DIAMINOPELARGON? OR ADENOSYLMETHIONI?) 

=> focus 15 

FOCUS NOT AVAILABLE IN 'GENBANK 1 . 
PROCESSING COMPLETED FOR L5 

ANSWERS FROM NON FOCUS FILES PUT AT END OF ANSWER SET. 
L6 63 FOCUS L5 1- 



=> d ti 15 1-63 

L5 ANSWER 1 OF 63 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 2 OF 63 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 3 OF 63 

TITLE (TI) : 
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GENBANK. RTM. COPYRIGHT 2 0 02 

Genetic analysis of biotin operon in Bacillus 
subtilis natto OK2 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Complete genomic sequence of Corynebacterium glutamicum 
ATCC 13032 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Complete genome sequence of Clostridium perfringens, an 
anaerobic flesh-eater 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2002 

Complete genome sequence of Clostridium perfringens, an 
anaerobic flesh-eater 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Complete genome sequence of Clostridium perfringens, an 
anaerobic flesh -eater 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 
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Complete genome sequence of a multiple drug resistant 
Salmonella enterica serovar Typhi CT18 



TITLE (TI) : 
L5 ANSWER 7 OF 6 3 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 8 OF 63 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 9 OF 63 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 10 OF 63 

TITLE (TI) : 

TITLE (TI) : 

L5 ANSWER 11 OF 63 

TITLE (TI) : 
TITLE (TI) : 

L5 ANSWER 12 OF 63 

TITLE (TI) : 
TITLE (TI) : 

L5 ANSWER 13 OF 63 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 14 OF 63 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 15 OF 63 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 16 OF 63 
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Direct Submission 

GENBANK . RTM . COPYRIGHT 2002 

Complete genome sequence of a multiple drug resistant 
Salmonella enterica serovar Typhi CT18 
Direct Submission 



GENBANK. RTM. 



COPYRIGHT 2002 



Complete genome sequence of a multiple drug resistant 
Salmonella enterica serovar Typhi CT18 
Direct Submission 



GENBANK . RTM . 



COPYRIGHT 2002 



Complete genome sequence of a multiple drug resistant 
Salmonella enterica serovar Typhi CT18 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Complete genome sequence of a multiple drug resistant 
Salmonella enterica serovar Typhi CT18 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Comparative genomics of Listeria species 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Comparative genomics of Listeria species 
Direct Submission 



GENBANK. RTM. 



COPYRIGHT 2 0 02 



Genome sequence of Yersinia pestis, the causative agent 

of plague 

Direct Submission 



GENBANK. RTM. 



COPYRIGHT 2002 



Genome sequence of Yersinia pestis, the causative agent 

of plague 

Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Genome sequence of Yersinia pestis, the causative agent 

of plague 

Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Genome sequence of Yersinia pestis, the causative agent 

of plague 

Direct Submission 



GENBANK . RTM . 



COPYRIGHT 2002 



Genome Sequence and Comparative Analysis of the 
Solvent -Producing Bacterium Clostridium acetobutylicum 
Direct Submission 
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GENBANK . RTM . COPYRIGHT 2002 

Massive gene decay in the leprosy bacillus 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Massive gene decay in the leprosy bacillus 
Direct Submission 



GENBANK. RTM. 



COPYRIGHT 2 0 02 



Massive gene decay in the leprosy bacillus 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

The genome sequence of the thermoacidophilic scavenger 
Thermoplasma acidophilum 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Reidentif ication of facultatively alkaliphilic Bacillus 
sp. C-125 to Bacillus halodurans 

Genetic analysis of the chromosome of alkaliphilic 
Bacillus halodurans C-125 

An improved physical and genetic map of the genome of 
alkaliphilic Bacillus sp . C-125 

Replication origin region of the chromosome of 
alkaliphilic Bacillus halodurans C-125 

Sequence analysis of a 32 -kb region including the major 
ribosomal protein gene clusters from alkaliphilic 
Bacillus sp . strain C-125 

Genome analysis of facultatively alkalihilic Bacillus 
halodurans C-125 

Sequencing of three lambda clones from the genome of 
alkaliphilic Bacillus sp . strain C-125 
Analysis of the genome of an alkaliphilic Bacillus 
strain from an industrial point of view 
Characterization and comparative study of the rrn 
operons of alkaliphilic Bacillus halodurans C-125 
Complete genome sequence of the alkaliphilic bacterium 
Bacillus halodurans and genomic sequence comparison 
with Bacillus subtilis 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Reidentif ication of facultatively alkaliphilic Bacillus 
sp . C-125 to Bacillus halodurans 

Genetic analysis of the chromosome of alkaliphilic 
Bacillus halodurans C-125 
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Genome analysis of facultatively alkalihilic Bacillus 
halodurans C-125 

Sequencing of three lambda clones from the genome of 
alkaliphilic Bacillus sp . strain C-125 
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Analysis of the genome of an alkaliphilic Bacillus 
strain from an industrial point of view 
Characterization and comparative study of the rrn 
operons of alkaliphilic Bacillus halodurans C-125 
Complete genome sequence of the alkaliphilic bacterium 
Bacillus halodurans and genomic sequence comparison 
with Bacillus subtilis 
Direct Submission 

GENBANK . RTM . COPYRIGHT 2 0 02 

Reidentif ication of facultatively alkaliphilic Bacillus 
sp . C-125 to Bacillus halodurans 

Genetic analysis of the chromosome of alkaliphilic 
Bacillus halodurans C-125 

An improved physical and genetic map of the genome of 
alkaliphilic Bacillus sp . C-125 
Replication origin region of the chromosome of 
alkaliphilic Bacillus halodurans C-125 

Sequence analysis of a 32 -kb region including the major 
ribosomal protein gene clusters from alkaliphilic 
Bacillus sp. strain C-125 

Genome analysis of facultatively alkalihilic Bacillus 
halodurans C-125 

Sequencing of three lambda clones from the genome of 
alkaliphilic Bacillus sp . strain C-125 
Analysis of the genome of an alkaliphilic Bacillus 
strain from an industrial point of view 
Characterization and comparative study of the rrn 
operons of alkaliphilic Bacillus halodurans C-125 
Complete genome sequence of the alkaliphilic bacterium 
Bacillus halodurans and genomic sequence comparison 
with Bacillus subtilis 
Direct Submission 

GENBANK . RTM . COPYRIGHT 2 0 02 

A set of ordered cosmids and a detailed genetic and 
physical map for the 8 Mb Streptomyces coelicolor A3 (2) 
chromosome 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Complete DNA sequence of a serogroup A strain of 
Neisseria meningitidis Z2491 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Complete DNA sequence of a serogroup A strain of 
Neisseria meningitidis Z2491 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

The genome sequence of the food-borne pathogen 
Campylobacter jejuni reveals hypervariable sequences 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

The genome sequence of the food-borne pathogen 
Campylobacter jejuni reveals hypervariable sequences 
Direct Submission 
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GENBANK . RTM . COPYRIGHT 2 0 02 

The genome sequence of the food-borne pathogen 
Campylobacter jejuni reveals hypervariable sequences 
Direct Submission 



GENBANK . RTM . 



COPYRIGHT 2002 



A set of ordered cosmids and a detailed genetic and 
physical map for the 8 Mb Streptomyces coelicolor A3 (2) 
chromosome 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

The complete genome sequence of the gram-positive 
bacterium Bacillus subtilis 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

The complete genome sequence of the gram-positive 
bacterium Bacillus subtilis 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2002 

The complete genome sequence of the gram-positive 
bacterium Bacillus subtilis 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

The complete genome sequence of the gram-positive 
bacterium Bacillus subtilis 
Direct Submission 
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COPYRIGHT 2 0 02 



The complete genome sequence of the gram-positive 
bacterium Bacillus subtilis 
Direct Submission 

GENBANK. RTM. COPYRIGHT 2 0 02 

Nucleotide sequence of the Bacillus subtilis 
ribosomal RNA operon, rrnB 

Cloning and nucleotide sequencing of genes for three 
small, acid-soluble proteins from Bacillus 
subtilis spores 

Nucleotide sequence and organization of dnaB gene and 
neighbouring genes on the Bacillus subtilis 
chromosome 

Cloning and nucleotide sequence of phoP, the regulatory 
gene for alkaline phosphatase and phosphodiesterase in 
Bacillus subtilis 

Nucleotide sequence of the Bacillus subtilis 
phoR gene 

Cloning and analysis of the Bacillus subtilis 

rpsD gene, encoding ribosomal protein S4 

Catabolite repression of alpha-amylase gene expression 

in Bacillus subtilis involves a trans-acting 

gene product homologous to the Escherichia coli lacl 

and galR repressors 
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Analysis of the Bacillus subtilis tyrS gene: 
conservation of a regulatory sequence in multiple tRNA 
synthetase genes 

Co-ordinate expression of the two threonyl - tRNA 
synthetase genes in Bacillus subtilis: 

control by transcriptional antiterminat ion involving a 
conserved regulatory sequence 

Identification of genes involved in utilization of 
acetate and acetoin in Bacillus subtilis 
Regulation of the Bacillus subtilis acetate 
kinase gene by CcpA 

Glycogen in Bacillus subtilis: molecular 

characterization of an operon encoding enzymes involved 

in glycogen biosynthesis and degradation 

Identification of two distinct Bacillus 

subtilis citrate synthase genes 

A Bacillus subtilis spore coat polypeptide 

gene, cotS 

Identical amino acid sequence of the aroA(G) gene 
products of Bacillus subtilis 168 and B. 
subtilis Marburg strain 

Structural organization of a Bacillus subtilis 

operon encoding menaquinone biosynthetic enzymes 

A Bacillus subtilis malate dehydrogenase gene 

Bacillus subtilis operon under the dual 

control of the general stress transcription factor 

sigma B and the sporulation transcription factor sigma 

H 

Cloning, sequencing, and characterization of the 

Bacillus subtilis biotin biosynthetic operon 

Cloning and characterization of the metE gene encoding 

S -adenosylmethionine synthetase from Bacillus 

subtilis 

Three transport systems for the osmoprotectant glycine 
betaine operate in Bacillus subtilis: 
characterization of OpuD 

Sequencing and functional annotation of the Bacillus 
subtilis genes in the 200 kb rrnB-dnaB region 
Direct Submission 
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COPYRIGHT 2002 



Deciphering the biology of Mycobacterium tuberculosis 
from the complete genome sequence 
Direct Submission 

GENBANK . RTM . COPYRIGHT 2 0 02 

Organization and nucleotide sequence of a new ribosomal 
operon in Escherichia coli containing the genes for 
ribosomal protein S2 and elongation factor Ts 
The pyruvate dehydrogenase complex of Escherichia coli 
K12 . Nucleotide sequence encoding the pyruvate 
dehydrogenase component 

The pyruvate dehydrogenase complex of Escherichia coli 
K12 . Nucleotide sequence encoding the dihydrolipoamide 
acetyltransf erase component 

Nucleotide sequence of the lipoamide dehydrogenase gene 
of Escherichia coli K12 

Regulation of expression and nucleotide sequence of the 
Escherichia coli dapD gene 

The nucleotide sequences of the ponA and ponB genes 
encoding penicillin-binding protein 1A and IB of 
Escherichia coli K12 

Protein fusions of beta -galactosidase to the 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB A method is disclosed for the increased production of biotin and the 

biotin precursor dethiobiotin using a bacterium that produces a 
lysine -utilizing DAPA aminotransferase. This method involves 
the use of a bacterium that is either grown in the presence of lysine or 
deregulated for lysine biosynthesis. 
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A DNA fragment containing a gene concerned in biotin biosynthesis and 



derived from a microorganism belonging to the genus Sphingomonas , a 
plasmid containing said DNA fragment, and a biotin-producing 
transformant containing said plasmid. There is provided a technique for 
utilizing a gene concerned in biotin biosynthesis and derived from a 
microorganism belonging to the genus Sphingomonas, for breeding of a 
biotin-producing micro-organism by genetic engineering. 
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AB In DNA fragments and plasmids comprising the bioB, bioF, bioC, bioD and 

bioA genes responsible for biosynthesis of biotin, or their functionally 
equivalent genetic variants and mutants from enteric bacteria, the genes 
are arranged in a transcription unit. These DNA fragments and plasmids 
can be contained in microorganisms which can be used to produce biotin. 
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The present invention relates to a method to enhance a cell's ability to 



produce biotin precursors and/or biotin by deregulating at least one 
enzyme of the fatty acid biosynthetic pathway in the cell, preferably an 
enzyme that carries out an early step in the pathway. Preferably, the 
biotin biosynthetic pathway is also deregulated. The invention includes 
biotin-producing cells in which at least one enzyme of the fatty acid 
biosynthetic pathway is deregulated, preferably by transforming the 
cells with nucleic acid sequences encoding at least one of those 
enzymes; methods to produce such cells; and use of such cells to produce 
biotin . 
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biotin by such cells. Complementation expts. with Escherichia coli, gene 
mutant in bioA, bioB, bioC, bioD, bioF, and bioH, and further 
characterization by marker- rescue and complementation expts with known B. 
subtilis biotin mutants in bioA, bioB, and bioF showed that in B. 
subtilis all 6 of these biotin biosynthetic genes are contained on 
a single DNA fragment of . apprx.8 kb . A detailed restriction map of this 
fragment was obtained, and an anal, of overlapping clones, deletion 
mutants, subclones, and their resp. nucleotide sequences allowed the genes 
to be located in the order bioW, bioA, bioF, bioD, bioB, biol, and 0RF2 . 
The biol gene is a newly identified gene which codes for a cytochrome P 
450-like enzyme. A strategy is presented to overexpress the entire B. 
subtilis bio operon (which, when engineered with a strong 
promoter, is unexpectedly toxic to E. coli) by cloning 2 bio operon 
fragments sep . , combining them in vitro, and transforming the host 
organism with the resulting ligated construction. The regulatory regions 
of the bio operon (promoter, terminator, etc.) were mutated for improved 
biotin biosynthesis. Mutant birA strains with integrated and amplified 
copies of the wild-type bio operon gave yields up to 2000 .mu.g/L biotin. 
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